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custom-designed microarray, 381:743 

Cu,Zn-superoxide dismutase (SOD1), 378:435 
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cyclin-dependent kinase 4 (CDK4), 378:673 
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cystic fibrosis transmembrane conductance 
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cytochrome c oxidase, 382:923, 383:561 
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382:261, 383:393 

cytokinin, 380:121 

cytokinin dehydrogenase (cytokinin oxidase), 
380:121 

cytoplasmic domain, 378:1007, 379:317 

cytoprotection, 384:629 
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deacylation, 382:441 

deadenylation, 377:17 
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diacylglycerol kinase, 382:957 
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(DmdR), 380:497 
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DnaB helicase, 379:553 
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DNA damage, 378:1039 
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DNA methyltransferase, 378:763 

DNA polymerase, 384:337 
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DNA-RNA polymerase interaction, 383:371 
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Dnmt1, 378:76: 

Dnmit2, 378:763 

Dnmt3a, : 8:76: 

Dnmt3b, 378:76: 

docking, 378:45 

docking iatirain, 379:777 

docking motif, 381:693 

docking simulation, 377 

docking site, 378:569 

docosahexaenoic acid, 384:357 

domain—domain interaction, 380:561 

domain repeat, 378:705 

domain-specific antibody, 380:561 

domain structure, 381:841, 384:179 

dominant-negative TGF£ type II receptor, 
381:429 

donor/acceptor pair, 38 1:307 

dopa, 378:785 

dopamine, 378:687, 378:785 

dorsal root ganglion neuron, 380:329 

doublecortin (DCX), 381:47 

double-mutant cycle, 382:967 

double-stranded RNA, 380:311 

DR-4 element, 383:37 
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382:131, 383:303 
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Drosophila melanogaster, 37 
382:535 

drug delivery, 377:69 

drug interaction, 382:711 

drug metabolism, 380:353 


drug-resistance gene, 381:321 

drug sensitivity, 384:47 

drug targeting, 377:61 

DT40 cell, 382:793 

dual signal, 382:385 

dual-specificity phosphatase, 383:447 

DUK114 

Dynabead streptavidin solid-phase method, 
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dynein light chain, 377:59 

dystrophin, 379:479 

dystrophin of 427 kDa (Dp427), 379:479 
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B3, 379:513 

early region 1A (EIA), 38 
earthworm, 382:231 

E1B-AP5, 383:259 

E-box, 383:209 

ecdysone, 378:779, 382:93 
Echinococcus granulosus, 382:501 
ecotin, 379:107 
ecto-domain, 377: 


75, 380:685 

ecto-nucleotidase, 381:105 

EDTA, 381:e3 

E2F gene, 383:529 

Egr-1, 380:735 

egr-1, 381:437 

eicosapentaenoic acid, 378:665, 384: 357 

elF4E (eukaryotic initiation factor 4E), 378:73 

electrogenicity, 378:949 

electron microscopy, 377:653 

electron paramagnetic resonance (EPR), 381:137 

electron transfer, 378:45 

electron-transfer flavoprotein, 378:633 

electron-transfer flavoprotein-ubiquinone 
oxidoreductase, 378:633 

electron-transport chain, 380:193, 382:511 

electrophilic lipid oxidation, 378:373 

electrophoretic mobility shift assay (EMSA), 
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electrospray ionization MS (ESI-MS), 380:907, 
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electrostatic switch, 382:607 

elicitor, 378:461 

elongation, 378:473 

embryonic stem (ES) cell, 379:749 

enantiomer, 379:119 

endocannabinoid, 379:99, 380:265, 380:749 

endocrine, 379:749 

endocrine cell, 380:875 

endocytosis, 377:1, 377:159, 377:379, 377:607, 
381:203, 382:13, 382:841, 383:1 

endo-f-(1 — 6)-galactanase, 377:749 

endomannosidase, 38 1:867 

endomembrane, 377:561 

endometrium, 382:363 

endonuclease, 380:929 

endophilin, 383:2 

endoplasmic reticulum, : , 380:441, 
380:881, 381:519, ; 383:589, 384:9 

endoplasmic reticulum-associated protein 
degradation (ERAD), 383:285 

endoplasmic reticulum export (ER export), 
380:43 

endoplasmic reticulum retention, 382:811 

endothelial cell, 380:533 

endothelin-converting enzyme-like | (ECEL1), 
380:88 | 

enfuvirtide, 377: 107 

enhanced green fluorescent protein (EGFP), 
379:441 

enhancer, 382:463 

enoyl-ACP (acyl-carrier protein) reductase, 
381:725 


enoyl-ACP reductase, 381:735 


enoyl-acyl carrier protein (enoyl-ACP) reductase, 


381:719 

enterotoxin, 380:723 

enthalpy change 

entropy change 

enzyme activation, 

enzyme activity, 3 

enzyme bioassay, 380: 

enzyme biosynthesis, 3 30:88 

enzyme engineering, 3 37:7 

enzyme kinetics, 377:3 317, 378: 421, 
382:1003, 383:475, 383:517 

enzyme mechanism, 381: 813, 384:437 

enzyme regulation, 377:7 

enzyme a ome 379:461 

enzyme specificity, 382:279 

enzymic activation, 379: 757 

enzymology, 384:41 1 

eosinophil cationic protein (ECP), 382:841 

ephrin, 379:39 

ephrinB1, 377:499 

epidermal growth factor (EGF), 378:129 
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78:1079 

epidermal growth factor receptor, 381:257 

epidermis, 380:757 

epigenetic, 380:705 

epithelial barrier, 377:69 

epithelial cell, 378:307 

epithelial delivery, 382:945 

epithelial transport, 377:665 

epitope, 381:221 

epoxysuccinyl inhibitor, 381:511 

Epstein-Barr virus, 379:795 

equilibrative nucleoside transporter (ENT), 
383:19 

equilibrium denaturation, 382:433 

equilibrium dialysis, 383:201 

ErbB2/Neu/HER2 receptor, 381:257 

ERG25, 378:889 


ergosterol, 382:867 

ERp29, 383:589 

erythrocyte (see red blood cell) 

erythropoiesis, 381:629 

erythropoietin receptor, 377:517 

Escherichia coli, 383:371, 384:577 

Escherichia coli mutant, 381:823 

ESI, 378:625 

ESR, 378:435 

ethanolaminephosphotransferase, 379:7 1 1 

N-ethylmaleimide, 382:63 1 

ethyl! sulphate, 383:543 

Euglena, 383:537 

eukaryotic elongation factor 2 (eEF2), 
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eukaryotic initiation factor 5A (eIF-5A), 384:585 
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(EPAC), 382:803 
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77:385, 382:557 

exocytosis, 380:875, 380:897, 381:13 

exonuclease, 384:337 

exosome, 380:161 

exotoxin A, 379:563 

expression pattern, 378:299 

expression profiling, 381:635 
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expression system, 384:385 
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extra eleven nineteen (EEN), : 

extracellular ATP, 381:389 

extracellular ATP ee 

extracellular matrix, 377:476 
382:589, 384:149 

extracellular-signal-regulated kinase (ERK), 
377:257, 378:473, 379:627, 380:19, 382:425 

extracellular-signal-regulated kinase | and 2 
(ERK 1/ERK2), 379:141, 380:533, 381:231, 
381:437, 381:635 

extracellular-signal-regulated kinase 5 (ERKS5), 
381:693 

extremophile, 384:247 


Fabl, 381:735 

F-actin, 382:353 

factor inhibiting hypoxia-inducible factor (FIH), 
383:429 

Factor IX, 381:779 

Factor Va, 377:141 

Factor Vila mutant, 379:497 

Factor * III, 381:779 

Factor } 

Factor Xi 

FAD, 381:: 

family 5 glycoside hydrolase, - 

farnesoid X receptor (FXR), 38 

tarnesol, 384:637 

farnesyl glucuronide, 384:637 

Fas-activating antibody, 383:219 

fasting, 382:913 

fat synthesis, 379:191 

fatty acid, 377:509, 377:545, 378:93, 378:665, 
380:749, 381:463, 381:941 

fatty acid amide hydrolase (FAAH), 380:265 

fatty acid-binding protein, 382:239 

fatty acid biosynthesis, 381:719, 381:725, 
381:735 

fatty acid biosynthesis pathway, 383:401 

fatty acid B-oxidation, 379:777 

Fe receptor, 381:919 

Fe receptor y-chain, 378:193, 383:581, 

Fe ( p-bromoacetamidobenzyl)-EDTA, 378:735 

feedback regulation of insulin signalling, 379:641 

Fer kinase, 380:58 1 





ferrochelatase, 384:429 

fertilization, 378:275, 378:827, 384:191 

fetal erythroid, 384:647 

fibre type, 378:269 

fibrinogen, 378:1079, 379:449 

fibroblast, 378:753, 379:351, 380:651, 
380:919 

fibroblast growth factor (FGF), 378:1007, 
379:331 

fibroblast growth factor 2 (FGF-2), 384:559 

fibroblast growth factor receptor (FGFR), 
380:767 

fibronectin, 382:589 

fibronectin-like type IL] domain, 384:495 

fidelity, 382:535, 384:337 

filamentous fungus, 379:375 

filamin, 384:489 

filopodia, 378:509 

filopodium, 384:e1 

flagellum, 378:63 

flavanone 3-hydroxylase, 380:61 1 

flavocetin-A, 378:399 

flavonoid, 384:19, 384:527 

flavoprotein, 380:121 

FLIP, (FLICE-like inhibitory protein), 382:651 

flotillin, 378:509 

flow cytometry, 382:98 1 

fluorescence, 378: 1059, 379:527, 380:723 

fluorescence assay, 377:617 

fluorescence microscopy, 379:441, 380:859 

fluorescence quenching, 384:515 

fluorescence resonance energy transfer (FRET), 
380:139, 381:307, 382:695 

fluorescence spectroscopy, 378:801, 384:169, 
384:411 

fluorescent calcium dye, 382:687 

fluorescent peptide, 380:775 

fluoride elimination, 382:659 

fluorogenic dendrimer, 377:617 

fluorogenic substrate, 382:1031 

a-fluoromethyl histidine, 381:769 

fluorometric determination, 382:1031 

FluoZin-3AM, 380:695 

focal adhesion, 378:1067 

focal adhesion kinase (FAK), 378:559 

folate, 378:201 

folate metabolism, 379:395 

folate-binding protein, 382:215 

folate interaction, 382:215 

folding, 383:165 

folding intermediate, 384:179 

folic acid, 380:867 

N-formyl-L-methionyl-L-leucyl-L-phenylalanine 
receptor (fMLP receptor), 377:469 

Forkhead, 378:839 

forkhead transcription factor, 380:297 

Fourier-transform infrared (FTIR), 378: 1059 

FOXO1, 378:839 

free enzyme isomerization, 378:699 

free fatty acid, 382:619 

fructosamine, 378:1047, 382:137 

fructose 1,6-bisphosphate, 380:51 

fructose 2,6-bisphosphate, 38 1:561 

fructoselysine, 378:1047 

Firl protein, 380:487 

fucose, 378:625 

fucosyltransferase (FUT 1 and FUT2), 380:75 

a-1,2-fucosyltransferase, 383:469 

fumonisin B1, 382:527 

functional domain analysis, 384:59 

functional dyad, 377:25 

functional genomics and proteomics, 381:1 

fungi, 381:547 

fungicide, 380:105 

furin, 379:757 


Fushi Tarazu-Factor | (Ftz-F1), 3 
fusion inhibitor, 377: 107 

futile cycle, 381:287 

fuzeon, 377:107 

Fyn, 384:1 

Fyn/Fer kinase, 380:e7 
fyn-related kinase (FRK)/RAK, 


galactose oxidase, 38 1:547 
galectin-3, 378:353, 380:: 


GalNAc-4-O-sulphation, - 

GalNAc-6-O-sulphation, : 

ganglioside, 377:561, 380:7 

gapA gene, 383:371 

gap junction, 383:111 

gas chromatography-mass spectrometry, 380:541 

gastric ATPase, 382:121 

gastric carcinoma, 379:141 

gastric epithelium, 381:397 

gastric mucin, 384:263 

gastric mucosa, 379:291, 379: 

gastrointestinal system, 380:7 

GATA binding protein 4 (G,: 

GATA2, 378:549 

GC-MS, 381:287 

GCNS5-related N-acetyltransferase, 384:129 

geldanamycin, 382:199 

gel electrophoresis, 378:269 

Genapol* X-100, 377:675 

gene conversion, 378:1053 

gene delivery, 377:159 

gene duplication, 378:1053 

gene expression, 377:367, 381:35 
383:139 

gene expression pattern, 380:929 

gene regulation, 377:763, 378:839, 379:325, 
379:739, 380:425, 380:455, 381:503, 
384:543 

gene regulatory network, 381:1 

gene transcription, 377:367 

general acid/base, 378:141 

general transcription factor, 378:317 

genistein, 384:19 

genome, 380:497 

genomic imprinting, 380:705 

germ-free mice, 380:75 

Gj, 379:627 

Ga», 380:e11 

Gli, 378:353 

gliadin peptide, 383:311 

glioma, 380:435 

glomerular mesangial cell, 380:735 

(1 — 3,1 — 4)-B-D-glucan, 380:e9, 380:635 

glucocorticoid, 378:239, 382:491 

glucocorticoid-receptor-interacting protein | 
(GRIP1), 382:111 

glucocorticoid-response element (GRE), 
382:463 

glucocorticoid-response unit (GRU), 382:463 

glucokinase regulatory protein (GKRP), 378:693 

gluconeogenesis, 378:485, 382:471 
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D-glucose/D-galactose-binding protein, 38 1:97 
glucose, 377:e1, 377:149, 381:905 
glucose metabolism, 38 1:287 
glucose 6-phosphate, 377:195 
glucose 6-phosphatase, 382:47 | 
glucose stable isotope tracer, 381:287 
glucose transport, 378:343, 381:495 
glucose uptake, 384:349, 384:629 
B-glucosidase, 379:125 

glucosidase, 38 1:867 
glucosylceramidase, 378:141 
glucosyltransferase, 381:861 
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B-glucuronidase, 379:461 

glucuronidation, 384:637 

GLUT1, 378:343 

glutamate, 381:483 

glutamate—cysteine ligase, 378:373 

glutamate dehydrogenase (GDH), 379:721 

glutamic acid decarboxylase (GAD), 379:721 

glutaminase, 381:483 

glutamine, 382:27 

glutamine metabolism, 378:485 

glutaredoxin, 377:395 

glutathione, 379:595, 38 1:e1, 382:131, 383:139, 

~-383:335 

glutathione metabolism, 378:35 

glutathione peroxidase (GPx), 377:241, 378:21, 
381:841 

glutathione S-transferase (GST), 379:541, 

380:515, 381:405, 382:751, 382:885, 

383:483 

glutathione S-transferase Al-1, 382:703 

glutathione S-transferase pull down, 381:685 

glutathione synthetase, 381:489 

glutathionylation, 379:595, 38 1:e1, 381:675 

zlycan, 384:307 

-glycan, 378:117, 382:67 

-glycan biosynthesis, 382:995 

glycans, 381:593 

glycation, 378:1047, 382:137 

glyceraldheyde-3-phosphate, 380:23 | 





glyceraldehyde-3-phosphate dehydrogenase 
(GAPDH), 384:327 
glycerophosphocholine, 379:601 
glycerophosphodiester phosphodiesterase, 
379:601 
glycerophosphorylIcholine, 382:441 
glycoform, 379:765 
glycogen, 379:133 
glycogenolysis, 378:1073 
glycogen phosphorylase, 378:1073 
glycogen resynthesis, 378:1073 
glycogen synthase, 377:195, 379:1 
glycogen synthase kinase 3 (GSK3), 377:249, 
384:477 


glycolipid, 377:561, 380:75, 38 
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glycoprotease, 377:395 
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glycolysis, 3 


glycoprotein biosynthesis, 384:e3 

B2-glycoprotein I, 380:455 

glycoprotein, 382:821, 383:327, 384:191 

glycoprotein Ib-IX-V (GPIb-IX-V), 378:1023 

glycoprotein VI (GPVI), 378:193, 378:1023, 
383:58 1 

glycosaminoglycan (GAG), 379:217, 381:175 

B-glycosidase, 384:69 

glycoside hydrolase, 384:247 

glycosome, 382:759 

glycosylation, 379:653, 380:571, 382:811, 
384:263, 384:307 

glycosphingolipid (see also zwitterionic 
glycosphingolipid), 378:281 

glycosphingolipid biosynthesis, 381:861 

glycosylphosphatidylinositol (GPI), 378:641 

glycosylphosphatidylinositol anchor, 380:845 

glycosylphosphatidylinositol-anchored protein, 
378:641 

glycosylphosphatidylinositol-specific 
phospholipase D, 378:641 

glycosyltransferase, 382:67 

glycosyltransferase family 36, 377:22: 

glycosynthase, 380:e9, 380:635 
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GoLoco domain, 379:627 

GoLoco motif, 378:801 

Gordon’s syndrome, 378:257 

gp-340, 383:159 

gp91'"*/Nox2, 382:981 

G-protein, 379:263, 379:673, 380:361, 380:83 1, 
382:857 
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380:815, 381:43, 382:101, 382:231 

G-protein-coupled receptor kinase, 379:573 

G-protein regulatory motif (GPR motif), 378:801 

Gram-negative bacterium, 379:107 

gravin, 379:1 

Grb2-associated binder 2 (Gab2), 382:545 

green fluorescent protein (GFP), 377:299, 
381:307, 382:793 

green fluorescent protein (GFP)-like protein, 
381:307 

green fluorescent protein import, 382:385 

growth, 378:21 

growth arrest. 

growth factor, 
384:559 

growth-factor-receptor-bound protein 4 (Grb4), 
377:499 

growth hormone receptor, 377:379 

growth hormone-releasing peptide (GHRP), 
382:417 

growth phase, 383:139 

GSH-binding site, 382:751 

GTP, 381:313, 384:619 

GTPase, 377:327, 379:627, 379:673, 383:187 

GTPase-activating protein (GAP), 380:767 

GTPase activity, 381:313 

GTP hydrolysis, 379:673 

GTS1/, 383:171 
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378:801 

guanine-nucleotide-exchange factor, 382:857 
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guanylate-binding protein-1 (GBP-1), 379:409 
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haem, 378:599 

haem oxygenase, 383:209 

haem oxygenase-!, 379:587 

haem synthesis, 384:429 

haematopoietic differentiation, 377:367 

haemochromatosis, 38 1:629 

haemoglobin, 378:529, 379:833, 380:889, 
382:183, 384:367 

haloacid dehalogenase (HAD) superfamily, 
382:59 

Halobacterium, 381:795 

H*-ATP synthase, 378:17 

hazelnut (Corylus avellana) allergen, 383: 

heartless (Ht), 380:767 

heat inducibility, 38 1:379 

heat-modifiable, 378:85 1 

heat shock, 383:165 

heat-shock element, 380:783 

heat-shock factor (HSF) | binding site, 381:379 

heat-shock protein (HSP}, 379:739, 382:641 

heat-shock protein 12 (Hsp 12), 377:769 

heat-shock protein 70 (HSP70), 380:203 

heat-shock protein 90 (Hsp90), 384:461 

heat-shock protein 90 (HSP90)-binding region, 
382:199 

heat-shock stress, 380:783 

heavy metal, 378:1031 

HeLa cell, 378:641, 380:283 
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HeLa cell protein import, 382:385 

helicase-loader, 381:645 

Helicobacter pylori, 379:291, 379:765, 381:911, 
383:343, 384:263 

a-helix, 380:273 

helminth parasite, 382:501 

hemichannel, 383:111 

hemipterous (HEP; MKK7), 383:483 

heparan sulphate, 377:533, 379:331, 381:593, 


heparan sulphate proteoglycan, 383:129 

heparin, 382:933 

heparin binding, 379:815 

heparin-derived oligosaccharide, 384:93 

heparin oligosaccharide, 382:733 

hepatic fibrosis, 384:149 

hepatic nuclear factor-la (HNF-la@), 380:455 

hepatic stellate cell, 384:149 

hepatitis, 379:199 

hepatitis C virus (HCV), 378:919, 384:401 

hepatocyte, 377:195, 380:203 

hepatocyte invasion, 379:815 

hepatocyte nuclear factor (HNF), 379:151 

hepatocyte nuclear factor la (HNFla@), 378:909 

hepatocyte nuclear factor 4 (HNF-4), 381:887 

hepatocyte nuclear factor 4a (HNF4a@), 383:573 

hepatoma, 380:515, 382:27 

hepatoma-derived growth factor (HDGP), 
378:169 

hepatoma-derived-growth-factor-related 
protein-3 (HRP-3), 378:169 

hepatoselective, 381:51 

Hep3B cell, 379:199 

HepG2 cell, 380:455 

herbicide, 383:53 

herbicide detoxification, 382:885 

Hermansky—Pudlak syndrome, 378:519 

heterodimerization, 378:779, 382:375 

heterogeneous nuclear ribonucleoprotein 
K-homology domain (KH domain), 380:823 

heterologous expression, 380:88 | 

heteromeric amino acid transporter, 377:665 

heterotrimeric G-protein, 378:801 

hexarelin, 382:417 

hexokinase, 377:347 

hexokinase IV, 378:693 

high-density lipoprotein clearance (HDL 
clearance), 379:343 

high-density lipoprotein re-absorption (HDL 
re-absorption), 379:343 

high osmolarity glycerol pathway (HOG 
pathway), 379:367 

high-throughput screening, 38 

hippocampus, 377:787 

histamine, 379:253 

histamine release, 383:32 

histatin, 379:665, 381:447 

histidine, 384:87 

histidine decarboxylase (HDC), 379:253 

L-histidine decarboxylase, 381:769 

histidine methyl ester, 38 1:769 

histone, 377:641 

histone acetyltransferase, 381:267 

histone biosynthesis, 379:617 

histone H3 gene, 384:317 

histone-like HU protein, 383:343 

HIV, 377:107, 383:475 

HKE4, 377:131 

HL-60 cell, 381:495, 381:861, 381:867 

HMG-CoA synthase, 383:517 

[1,2,6,7-°H(N) |dehydroepiandrosterone 
(DHEA), 379:533 

Holliday junction, 381:165, 383:343 

homologous recombination, 381:165 

homology modelling, 380:139, 383:53 


hormone receptor, 380:475 

hormone response element, 383:e1 

hormone-sensitive lipase, 379:11 

host—pathogen interaction, 384:263 

HspB8, 381:379 

HtrA1, 381:895 

HtrA2/Omi, 381:895 

Huh7 cell, 380:455 

human cartilage glycoprotein 3, 380:651 

human COQ2 gene, 382:519 

human double minute-2 oncoprotein (HDM2), 
380:605 

human embryonic kidney-293 cell (HEK-293 
cell), 379:653 

human equilibrative nucleoside transporter 1, 
380:131 

human glucokinase, 378:693 

human meprin, 378:383 

human missense mutation, 377:28 1 

human neutrophil. 377:469 

human NMN adenylyltransferase, 377:317 

human organic anion transporter 4 (hOAT4), 
384:87 

human serum albumin (HSA), 380:147 

human umbilical-vein endothelial cell (HUVEC), 
379:409 

hyaluronan-binding protein | (HABP1), 380:837 

hybrid receptor, 380:571 

hydrogen bond network, 382:967 

hydrogen peroxide, 378:1039 

hydrogen peroxide activation, 377:717 

hydrogen peroxide (HO ), 382:511 

hydrogen—deuterium exchange, 381:847 

hydrogen/deuterium exchange, 382:121 

hydrolytic catalytic antibody, 381:125 

8-hydroxy-2’-deoxyguanosine, 380:541 

hydroxyapatite, 378: 1083 

2-hydroxychromene-2-carboxylate (HCCA) 
isomerase, 379:541 

hydroxyfarnesol, 384:637 

D-2-hydroxyglutarate, 381:35 

D-2-hydroxyglutaric aciduria, 38 1:35 

3-hydroxy-3-methylglutaryl-CoA reductase, 
381:831 

20a-hydroxysteroid dehydrogenase, 382:975 

hyocholic acid, 378:1053 

hyperhomocysteinaemia, 382:83 | 

hypertension, 378:257, 383:e5 

hyperthermophilic archaea, 381:137 

hyperthermophilic protein, 382:433 

hypertonic stress, 380:783 

hypertrophic differentiation, 378:53 

hypertrophy, 378:73, 380:795, 381:231 

hypochlorite, 381:175 

hypoxanthine, 377:733 

hypoxanthine—guanine 
phosphoribosyltransferase (HPRT), 
3773733 

hypoxia, 380:289, 380:419, 383:429 

hypoxia-inducible factor, 381:761 

hypoxia-inducible factor (HIF), 380:419 

hypoxia-inducible factor | (HIF-1), 384:79 

hypoxia-inducible factor-la@ (HIF-la@), 380:289 

hypoxia/re-oxygenation, 380:203 

hypusine, 384:585 


Ik B, 378:1089 

Ik B kinase (IKK), 382:393 
ice-binding site, 377:589 

IgA, 383:159 

allb, 379:317 

ikaros, 383:249 

imino sugar, 381:861, 381:867 
immune cell, 382:e4 
immunity, 381:413 





immunocytochemistry, 377:769 

immunodeficiency, 384:469 

immunogold, 377:653 

immunohistochemistry, 377:317 

immunoliposome, 377:61 

immunological activity, 382:269 

immunoneutralization, 381:429 

immunoprecipitation, 377:357, 382:923 

immunoproteasome, 384:40! 

imperatoxin A, 377:385 

implantation, 382:363 

importin, 378:219 

indirubin, 377:249 

induced proximity, 382:e1 

inducible expression, 383:11 1 

inducible nitric oxide synthase (iNOS), 377:809 

inflammation, 378:27, 378:449, 379:351, 
379:409, 380:651, 380:775, 381:413, 
382:589, 384:281 

inherited disease, 381:537 

inhibition, 378:657, 382:905 

inhibition kinetics, 382:703 

inhibitor « Ba (Ik Ba), 380:17 

inhibitor KBB (Ik BB), 380:17 

inhibitor of apoptosis protein (IAP), 384:201 

inhibitor design, 381:511 

inhibitory «B kinase y (IKKy ), 378:867 

initiation, 378:473 

initiation of chromosome replication, 382:247 

innate host defence, 380:385 

innate immunity, 380:83, 380:617, 382:315 

innate recognition, 38 1:527 

inner-membrane component, 383:91 
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inositol hexakisphosphate kinase (InsP, kinase), 


377:265 

inositol phosphate kinase, 377:265 

inositol phosphate multikinase (Ipmk), 377:265 

inositol phospholipid, 382:857 

inositol polyphosphate, 380:465 

inositol |,2,3-trisphosphate, 380:465 

inositol 1,4,5-trisphosphate [Ins(1,4,5)P3]. 
381:423 

inositol trisphosphate receptor, 381:519 

inositol 1,4,5-trisphosphate receptor, 377:299, 
382:793 

insect, 382:67 

insect metalloproteinase inhibitor (IMPI), 
382:315 

InsP;, 382:687 

Ins(1,4,5)P; 3-kinase B, : 382: : 

insulin, 377:e1, 377:149, 37 , 378:839, 
380:297, 381:483, 38 

insulin analogue, 38 1:51 

insulin gene, 378:219 

insulin receptor, 380:e5, 380:571, 380:831 

insulin receptor binding, 381:51 

insulin receptor substrate, 379:641 

insulin receptor substrate-1 (IRS-1), 377:339, 
378:105 

insulin release, 381:13 

insulin resistance, 378:105 

insulin secretion, 378:769, 379:721 

insulin sensitization, 377:339 

insulin-like growth factor | receptor (IGF-IR), 
380:e5, 380:571 

insulin-degrading enzyme, 383:439 

insulin-like growth factor (IGF), 379:57 

insulin-like growth factor-binding protein 4 
(IGFBP-4), 379:57 

insulin signalling, 380:e11 

integral membrane protein, 379:47 

integrin, 377:449, 378:559, 379:141, 
379:317 


integrin activation, 378:1079, 380:401 

integrin allbf, 379:449 

integrin alIbB3, 378:193, 379:449 

integrin @lI63, 378:1079 

a2 1 integrin, 383:58 | 

2 integrin, 380:57 

interacting site, 382:111 

interferon (IFN), 379:199 

y-interferon, 378:177 

interferon-y (IFNy), 384:93 

interferon regulatory factor, 377:367 

interglobular domain, 382:253 

interleukin-6 signalling (IL-6 signalling), 
377:289 

interleukin-1, 379:551, 379:409, 381:503 

interleukin-1 8, 381:213 

interleukin-1 (IL-1), 378:27 

interleukin 2 (IL-2), 382:545 

interleukin-6, 378:449 

interleukin-8 (IL-8). : 

interleukin-3 receptor, 381: 495 

interleukin-5 receptor, 381:495 

internal fucose, 378:625 

internalization, 377:607, 379:573 

interstrand cross-link (ICL), 379:71 

intestinal mucin, 384:307 

intestinal mucosa, 380:211, 384:e3 

intracellular calcium concentration ({Ca-* ];), 
378:827 

intracellular calcium release, 377:51, 378:539 

intracellular signalling, 377:741, 383:219 

intracellular targeting, 378:409, 38( 371, 
382:811 

intracellular transport, 381:5 

intracellular trafficking, 381: 61 ) 

intramolecular interaction, 38 1:87 

intramolecularly quenched fluorogenic 
substrates, 380:505 

intrinsic tryptophany! residue fluorescence, 
381:97 

intron—exon arrangement, 

intronic regulatory cana: 

invertebrate, 382:565 

in vitro mutagenesis, 383:517 

in vivo complementation, 384:577 

in vivo footprinting, 383:209 

involucrin, 381:267 

inwardly rectifying potassium channel Kir6.2 
379:173 

ion channel, 378:717 

ion transport, 382:e4 

iron, 378:599, 378:617, 378:1039, 380:465, 
381:629 

iron box, 380:497 

iron donor, 379:433 

iron metabolism, 380:497 

iron trafficking, 380:487 

iron transport, 380:487 

iron—sulphur protein, 37° 

IscA, 379:433 

iscliaemia reperfusion injury, 381:365 

IscU, 379:433 

islet amyloid polypeptide, 377:709 

islets of Langerhans, 381:483 

Isochrysis, 384:357 

isoform, 381:483 


isoform-specific conformational change, 38 1:87 


isoprenoid biosynthesis, 383:517 

isothermal titration calorimetry, 377:309, 
382:703 

isothermal titration calorimetry (ITC), 380: 147 

ISP-1, 381:321 


Janus kinase 2, 377:517 
JNK activity regulation, 383:483 


kaempferol, 384:19 
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kallikrein, 380:775 

kallikrein inhibitor, 380:775 

Kallmann’s syndrome, 384:495 

kelch repeat, 38 1:547 

kenpaullone, 377:249 

keratinocyte, 380:329, 380:757, 380:845 

ketosteroid isomerase, 382:967 

keyhole limpet haemocyanin (KLH), 378:625 

kidney, 379:343 

kidney tubule, 3 378:485 

Kin I, 383:227 

kinase inhibitor, 382:261 

kinase substrate tracking and elucidation 
(KESTREL), 384:489 

kinase, 381:e1, 382:631 

kinetic characterization, 381:125, 383:551 

kinetic parameter, 380:505, 382:1031 

kinetic property, 381:489 

kinetics, 377:309 

kinetics (see also enzyme kinetics), 378:391 

kinin, 383:501 

kininase, 383:501 

knockout, 382:261 

knockout mice, 380:75 

knockout model, 383:581 

Ku, 381:165 

Kv1.2 channel, 377:25 


labile peptide bond, 381:379 

B-lactam antibiotic, 382:659 

B-lactamase induction, 377:111, 384:17 

lactase—phlorizin hydrolase (LPH), 380:211 

lactate, 384:287 

D-lactate, : a 35 

lactation, 378:21 

laminin, pire 

late endosome, 377:693 

late-embryonic-abundent-like protein 
(LEA-like protein), 377:769 
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latrophilin, 378:185 

latrophilin/calcium-independent receptor for 
latrotoxin (CIRL), 378:185 

latrotoxin, 378:185 

latrunculin B, 380:581 

lead discovery, 383:551 

leakage, 377:509 

lectin, 382:667, 382:769 

lectin-like protein, 378:399 

leech, 380:617, 382:565 

legume lectin, 382:821 

Leigh syndrome, 382:331 

Leishmania infantum, 379:617, 381:405 

Leishmania mexicana, 382:759 

lens, 379:595 

lens cell, 378:929 

leptin, 379:229 

leptomycin B, 379:587 

Lesch—Nyhan syndrome, 377:733, 378:991 

leucine-rich pentatricopeptide repeat cassette 
(LRPPRC) protein, 382:331 

leucine-rich repeat, 377:589 

leucyl aminopeptidase, 378:35 

leucylglycine, 378:35 

leukaemia, 383:27, 384:281 

Lewis acid, 382:659 

Lewis antigen, 379:765 

lifespan, 379:191 

ligand binding, 380:867, 381:97, 382:703 

ligand-binding kinetics, 382:183 

ligand-binding property, 380:353 

ligandin, 382:885 

light scattering, 384:255 

limb-girdle muscular dystrophy, 381:105 

limited proteolysis, 379:697 
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lipid, 382:51 

lipid A, 381:185 

lipid bilayer, 380:161, 381:911, 384:25 
lipid biosynthesis, 379:609 

lipid domain, 380:161 

lipid flip-flop, 380:161 

lipid metabolism, 382:93 

lipidosin, 377:85 

lipid peroxidation, 381:365 

lipid—protein interaction, 377:183, 382:987 


lipid raft, 377:741, 378:281, 378:641, 380:181, 
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lipid signalling, 379:301 

lipoarabinomannan, 378:589, 382:905 
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lipolysis, 379: 11 
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381:185, 381:503, 381:527 
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liposome, 379:665 

liposome leakage, 380:723 

lipotoxicity, 378:769 
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LIV-1, 377:131 
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381:887, 382:471, 382:491 

liver plasma membrane, 
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L4-100 kDa, 383:259 

LL-37, 379:665 
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lock and key, 381:125 

longin, 384:233 

Los1Ip, 378:809 

low-molecular-mass protein 7 (LMP7), 
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low oxygen tension, 384:79 

L-plastin, 377:469 
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L-selectin, 382:269 

luciferase, 383:393 

lung, 380:385 

lung inflammation, 383:501 

lyase, 384:111 

Lycopersicon esculentum (tomato), 377:419 

Lyn, 377:489, 380:219 

Lys-gingipain, 379:833 

lysine analogue, 384:129 

lysine biosynthesis, 3 

lysophosphatic acid, 378:129 

lysophosphatidic acid, 382:83 

lysophosphatidylcholine, 380:533 

lysophospholipase D, 381:71 

lysophospholipase | (LPL1), 384:37 

lysosomal iron, 378:1039 

lysosomal a-mannosidase, 38 

lysosomal storage, 379:461 

lysosome, 378:1039, 381:537 


lysosome-associated membrane protein 
(LAMP-1), 382:481 

lysozyme, 380:385 
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a@)-macroglobulin (@,M), 381:877 

macromolecular complex, 382:783 

macrophage, 379:11, 379:99, 381:503 

macrophage differentiation, 380:243 

Mad, 378:817 

MafK, 380:515 

magnesium protoporphyrin [X 
methyltransferase, 382:1009 

maize (see Zea mays) 

malaria, 377:439, 381:593, 381:725, 381:905, 
383:401 
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3-(N-maleimidylpropiony])biocytin, 378:201 

malic enzyme, 382:1025 

malignant hyperthermia, 380:e1 

malonyl-CoA decarboxylase, 378:983 

mammalian Hsp22, 381:379 

mammalian target of rapamycin (mTOR), 
380:795 

mammary epithelial cell, 381:635 

mandibular organ, 381:831 

Manduca sexta, 384:507 

manganese (II), 380:83 

manganese superoxide dismutase (MnSOD), 
378:919, 384:543 

ManNAc analogue, 383:83 

a-mannosidosis, 38 1:537 

mannosyltransferase, 382:905 

mannuronan C-5 epimerase, 381:813 

MAPK/ERK kinase (MEK), 378:569, 381:437 

MAPK kinase (MKK), 378:569, 378:857 

mass spectrometry (see MS) 

mass isotopomer, 380:715 

mathematical modelling, 381:779 

matrix metalloprotease, 378:383 

matrix metalloproteinase-7 (MMP-7), 
377:617 

matrix protein, 382:205 

matrix-assisted laser-desorption ionization 
tandem MS, 378:625 

matrix-assisted laser-desorption 
ionization—time-of-flight mass spectrometry 
(MALDI-TOF-MS), 382:641 

matrix metalloprotease secretion, 380:65 | 

matrix metalloproteinase-2 (MMP-2), 383:e5, 
383:413 

matrix metalloproteinase-9 (MMP9), 381:413 

maturity-onset diabetes of the young | 
(MODY 1), 383:573 

McArdle-RH7777, 379:711 

mechanotransduction, 380:795 

melanocortin, 380:475 

melanocyte-stimulating hormone (MSH), 
380:475 

membrane, 378:63, 378:681, 379:31, 381:447, 
384:327 

membrane asymmetry, 380:161 

membrane curvature, 38 1:941 

membrane fluidity, 378:579 

membrane fusion, 380:907, 381:13 

membrane interaction, 384:421 

membrane lipid, 382:51 

membrane localization, 378: 1007 

membrane protein, 378:1015 

membrane raft, 379:527 

membrane rigidity, 380:161 

membrane skeleton, 378:161, 382:677 

membrane topology, 378:201, 382:98 1 

membrane translocation, 379:665 

membrane transport, 377:665 

membrane type |-matrix metalloproteinase 
(MT1-MMP), 377:775 

membrane permeability, 380:859 

membrane permeabilization, 384:25 

membrane perturbation, 377:183 

membrane protein, 2° 4:9 

membrane-type metalloprotease (MT-MMP), 
382:363 

membrane type | matrix metalloproteinase 
(MT1I-MMP), 380:735 

Menkes copper ATPase (ATP7A), 378:1031 

Menkes disease, 378:1031 

meprin, 378:383 

MEROPS database, 378:705 

metabolic cleavage, 382:945 

metabolic energy, 379:317 


metabolic network, 38 1:287 

metabotropic glutamate receptor, 382:101 

metal, 382:33 

metal-activated transcription factor | (MTF-1), 
380:695 

metal activation, 384:111 

metal depletion, 377:241 

metal ion, 380:273 

metal ion transport, 377:95 

metalloenzyme, 380:627, 384:111 

metallopeptidase, 379:633, 383:439 

metalloprotease, 377:131, 382:363 

metallothionein, 378:617, 380:695, 382:33 

metal-response-element-binding transcription 
factor-1 (MTF-1), 382:33 

metformin, 382:877 

methionine, 381:113 

methotrexate, 378:201, 382:385, 383:249 

N-methyl-D-aspartate receptor (NMDA 
receptor), 378:1, 378:785 

N-methyl-D-aspartate receptor subunit 2B 
(NR2B), 378:391 
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methylesterase, 380:111 
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methy!transferase, 379:283 
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micellar enzymology, 378: 1059 

microalga, 384:357 

microarray, 380:617, : 

microbial proteinase, : 

microbicidal activity, 

microcompartment, 383: 

microscopic fluorescence imaging, - 

microsome, 381:423 

microsphere uptake, 377:159 

microtubule, 378:877, 384:327 

microtubule-associated protein, 

microtubule-associated protein 1A (MAPIA), 
382:803 

microtubule depolymerization, 383:227 

microtubule-membrane interaction, 384:327 

migration, 377:449 

mineralization, 378:1083, 382:59 

mitochondria-associated membrane (MAM), 
382:527 

mitochondrial carrier, 379:183 

mitochondrial carrier family, 381:581 

mitochondrial disease, 383:561 
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mitochondrial gene expression, 
mitochondrial import, 377:28 | 
mitochondrial membrane protein, 380:139 
mitochondrial membrane potential, 377:233 
mitochondrial permeability transition, 378:959 
mitochondrial protein import, 382:385 
mitochondrial respiratory chain, 383:537 
mitochondrial-targeting signal, 378:817 
mitochondrial translation, 377:725 
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mitogen-activated protein kinase p38, 377:629 
mitogen-activated protein kinase/extracellular- 
signal-regulated kinase kinase kinase 

(MEKK 1), 381:e1, 381:675 

mitogen- and stress-activated kinase (MSK), 
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mitotic centromere-associated kinesin (MCAK), 
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mixed disulphide, 379:595 
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M,-muscarinic receptor, 38 1:43 
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mobility shift assay, 382:733 

model membrane, 383:277 
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molecular dynamics, 378:421, 382:293 

molecular modelling, 378:391, 380:51, 380:889, 
382:293 

molecular pathogenesis, 378:569 

molecular simulation, 380:677 

mollusc shell, 382:205 

monobromobimane, 378:497 

monoclonal antibody, 380:88 | 

monocyte, 381:503, 382:849 

monolayer, 377:183 

monomeric domain, 379:815 

monophenol, 380:643 

monosaccharide transport, 379:375 

mosquito, 383:483 

motif, 381:877 

motif mutation, 382:169 

mouse Disabled homologue | (mDab1), 384:1 

mouse double minute protein (MDM2), 381:685 

MPN (Mprl, Pad1, N-terminal) domain, 
381:275 

mRNA-capping, 384:41 1 

mRNA stability, 377:629, 379:79 

MS, 378:257, 378:929, 379:595, 379:823, 
381:471, 382:307, 382:995, 383:237, 
383:267, 383:491, 383:573, 384:191, 
384:307 

Msn2p, 379:367 

MST1, 381:45: 

MST2, 381:453 

mstA, 379:375 

mtfIp, 383:383 

mtDNA (mitochondrial DNA) disease, 377:725 

mt-mRNA polyadenylation, 377:725 

MUC1, 382:363 

Muc3, 378:207 

MUC4, 377:701 

MucSac, 377:797 

mucin, 377:701, 377:797, 379:765, 384:e3, 
384:263, 384:307 

mucopolysaccharidosis, 379:461 

mucosa, 380:669 

mucosal protection, 384:263 

mucrocetin, 378:399 

mucus glycoprotein, 378:207 

multidrug resistance, 382:711 

multidrug-resistance-associated protein | 
(MRP1), 380:549, 383:335 

multiple epiphyseal dysplasia, 377:479 

multivalent signalling, 380:e1 1 

multivalent signalling complex, 379: 1 

multivesicular body, 377:693 

muropeptide, 377:111 

muramidase, 380:385 

muscle, 382:619 

muscle contraction, 379:161 


muscle exercise, 379:703 

muscle wasting, 378:239 

muscular dystrophy, 379:479 

mushroom, 380:643, 382:667 

muskelin, 38 1:547 

mutagenesis, 377:309, 378:1079, 379:71, 
380:283, 381:471, 382:191, 382:581, 
382:631, 384:87, 384:437 

mutagenesis (see also site-directed mutagenesis), 
378:687 

mutant enzyme, 381:489 

mutation spectrum, 379:7 1 

mutator, 384:337 

Myb, 378:609 

mycobacteria, 378:589, 382:905 

Mycobacterium tuberculosis, 382:247 

myeloperoxidase, 381:175 

myoblast fusion, 381:599 

myoblast C2C12 cell, 381:655 

myocardial fibrosis, 383:e5 

myocyte enhancer factor 2 (MEF2), 378:53, 
381:693 

myofibrillar protein, 378:269 

myogenesis, 382:1015 

myoglobin, 381:365 

myoglobin mutant, 377:717 

myo-inositol | ,4,5-trisphosphate receptor, 38 1:87 

myosin, 382:375 

myosin XVIIIA, 380:243 

myotoxicity, 382:191 

myotoxin, 381:25, 381:321 

myriocin, 381:321 

myristoylated alanine-rich C-kinase substrate 
(MARCKS), 382:1015 

myristoylated protein kinase Cf peptide 
inhibitor, 384:349 


NAD*, 382:e4, 382:849 

NADH dehydrogenase, 380:193, 383:491 

NAD metabolism, 377:317 

NADP* -dependent malic enzyme, 382:1025 

NADPH oxidase, 378:539, 382:98 1 

NAD(P)H:quinone oxidoreductase | (NQO1), 
377:205 

NADP? specificity, 382:1025 

Na*/HCO,~ [Si(OH),] (NBCSA)-related 
transporter, 38 1:665 

Naja naja atra, 384:119 

Naja sputatrix, 383:149 

NALP1, 384:281 

nano-liquid chromatography, 

naphthoquinone, 378:633 

native chemical ligation, 381: 

ANCE103, 379:609 

Ndh complex, 382:145 

NDH-F, 382:145 

necrosis, 379:823, 383:101 

negative-feedback loop, 378:549, 382:43 

negative regulatory module, 379:151 

neocuproine, 381:803 

neoepitope antibody, 377:787 

Nepenthes, 381:295 

nepenthesin, 381:295 

neprilysin, 383:45 

nerve growth factor (NGF), 378:975, 383:149 

neuraminidase, 380:425 

neurite extension, 38 

neurite outgrowth, 383:129, 383:149 

neuroblastoma, 380:571, 382:83 

neurocan, 383:129 

neurodegeneration, 383:121 

neurodegenerative disease, 378:435, 381:329 

neuronal axonal myristoylated membrane protein 
of 22 kDa (NAP-22), 379:527 
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neuronal process, 379:489 

neuronal Wiskott—Aldrich syndrome protein 
(N-WASP), 384:e1, 384:1 

neuropathy, 381:351 

neurotoxin, 381:25 

neurotransmission, 378:185 

neutrophil, 381:919 

neutrophil elastase, 379: 107 

NF-E2 p45-related factor 2 (Nrf2), 380:515 

nickel, 377:309, 384:111 

nicotinic acetylcholine receptor (nAChR), 
380:347 

nicotinic acid adenine dinucleotide phosphate 
(NAADP), 378:275, 380:449, 381:147 

nimodipine, 380:661 

nischarin, 377:449 

nitric oxide, 377:809, 378:785, 
384:629 


S-nitrosoglutathione, : 

nitroxyl, 379:359 

NMR spectra, 377:717 

NMR spectroscopy, 384:93 

NMR (see also ‘°C NMR), 377:385, 377:597, 
378:45, 378:93, 378:317, 379:235, 380:347, 
380:867, 381:155, 381:847 

n-myc downstream-regulated gene (NDRG), 
384:477 

N-myristoylation, 384:327 

S-nitrosoglutathione (GSNO), 380:67 

Nod 1, 381:213 

Nod2, 381:213 

non-enzymic glycation, 379:273 

non-esterified fatty acid (NEFA), 382:441 

non-haem iron oxidase, 382:659 

non-homologous end joining, 381:165 

non-muscle myosin A, 382:375 

non-secretor, 383:469 

non-steroidal anti-inflammatory drug (NSAID), 
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non-stop translation, 377:725 
non-structural protein SA (NS5SA), 378:919 
non-structural protein NS3, 384:401 
non-transferrin-bound iron, 378:975 
non-voltage-activated Na* current, 377:539 
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noradrenaline, 382:597 

NORE 1, 381:453 

novel protein kinase C (nPKC), 378:105 

Nox4 NADPH oxidase, 381:231 

N-palmitoylethanolamine, 379:99 

Nramp1, 382:811 

nuclear respiratory factor-1/a-palindrome- 
binding protein (NRF-1/a@-PAL), 383:529 

NS-134, 381:511 

N-terminal nucleophile hydrolase (Ntn 
hydrolase), 378:363 

nuclear factor k B (NF-« B), 377:809, 378:727, 
378:867, 378: 1089, 379:409, 379:421, 
380:31, 380:83, 380:173, 381:213, 
382:393 

nuclear-factor « B-binding protein 
(NF-« B-binding protein), 384:543 

nuclear factor erythroid 2-related factor 2 (Nrf2), 
380:695 

nuclear factor I (NF-I), 381:887 

nuclear factor of activated T cells (NFAT), 
380:735 

nuclear hormone receptor, 378:779 

nuclear import, 378:219 

nuclear localization, 378: 169 

nuclear pore complex, 38 1:941 

nuclear receptor, 382:913, 384:637, 384:79 

nuclear receptor co-repressor (N-CoR), 
379:731 

nuclear translocation, 384:295 
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nuclear tRNA aminoacylation, 378:809 
nuclear tRNA export, 378:809 


nuclear factor erythroid 2-related factor 2 (Nrf2), 


377:205 
nuclear hormone receptor, 382:337 
nuclear receptor, 382:111 
nucleation, 380:1, 384:159 
nucleic acid, 379:243 
nucleocytoplasmic shuttling, 383:27 
nucleolus, 378:809 
nucleophile, 378:141 
nucleophosmin, 378:857 
nucleoside-binding site, 379:795 
nucleoside diphosphate kinase, 378:793 
nucleosome, 377:64 | 
nucleotide binding, 378:793 
nucleotide binding domain, 377:95, 379:235 
nucleotide pyrophosphatase/phosphodiesterase 

(NPP), 381:71 
Nucling, 380:31 
null mutation, 382:995 
numerical simulation, 379:633 
NusB, 383:419 
N-utilization substance, 383:419 
nutrient control, 379:79 


obesity, 379:229 

octadecane-1 ,2-diol, 380:715 

Oct sequence, 379:739 

oesophagus, 377:701 

oestrogen receptor a, 377:429 

oestrogen-regulated genes, 377:429 

oestrone sulphate, 384:87 

O-glycosylation, 382:501 

Okazaki fragment, 381:795 

oligoamine, 384:271 

oligomerization, 377:407, 37 

oligonucleotide, 383:201 

oligosaccharide structure, 384:e3 

O-linked glycosylation, 380:845 

O-linked oligosaccharide, 384:307 

Omp38, 377:579 

oncoprotein, 38 1:685 

Oncorhynchus mykiss (rainbow trout), 
380:475 

oocyte, 381:905 

open complex chemical probing, 383:371 

operator-binding and repressor function, 
379:325 

opsin, 384:9 

optical molecular imaging, 377:617 

organic anion transporter (OAT), 380:283 

origin of chromosomal replication (oriC), 
382:247 

origin of replication, 379:553 

ornithine, 379:849 

ornithine decarboxylase, 377:2 

orphan protein, 383:589 

osamine, 378:1047 

osmolyte, 382:177, 383:277 

osmoregulation, 382:177 

osmotic stress, 383:447 

Osp94 gene, 380:783 

osteoblast, 379:57 

osteoblast-like cell, 384:591 

osteopontin, 378:1083 

outer membrane permeability, 379: 107 

outer membrane protein, 378:851, 384:609 

ovarian tumour (OTU), 378:727 

ovary, 382:975 

oxaloacetate, 380:419 

oxidant stress, 384:449 

oxidant/antioxidant balance, 378:919 

oxidation, 382:58 1 

oxidative DNA damage, 380:541 
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oxidative phosphorylation, 379:703, 383:537 
oxidative stress, 378:929, 378:1039, 379:609, 
380:203, 380:919, 38 1:e1, 381:675, 

382:131, 382:641, 382:877 

oxidative phosphorylation efficiency, 382:491 

oxidized low-density lipoprotein (oxLDL), 
382:417 

oxidoreduciase, 383:285 

j4-0xo bishaem, 379:833 

7-oxocholesterol, 380:533 

oxygen affinity, 380:889 

oxygenase, 383:429 

oxygenation enthalpy, 380:889 

oxygen consumption, 384:287 

oxygen equilibrium binding, 382:183 

oxygen sensing, 381:761, 383:429 

oxygen sensor, 380:419 

oxygen transport, 384:367 

oxygen-uptake kinetics, 379:703 


oxytocin, 382:231 


pid, 

p22, 384:: 

p38, 378:53, 379:587, 383:447 

p93): 39, 380:289, 380:605, 384:477 

p97, 384:: 

p10o, - 

pl05, 382:39: 

p270, 383:319 

p300, 380:289, 381: 

p38 MAP kinase, 378:2 

PacC, 379:375 

Paenibacillus sp. TS 

palmitoylation, 377: 
378:1015, 38 

palmitoyl-CoA, 384: 

pancreas, 381:483 

pancreatic acinar cell, 383:353 

pancreatic and duodenal homoeobox-1! (PDX-1), 
378:219 

pancreatic islet, 378:769 
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papain, 378:699 

parasite, 381:405 

parathyroid-hormone-related protein (PHRP), 
381:635 

Parkinson’s disease, 378:435, 

particle size, 377:159 

patch-clamp, 377:569 

pathogen, 382:315 

pathogenic fungi, 381:131 

P-ATPase transporter, 381:803 

paucimannose N-glycan, 382:995 

Pavlova, 384:357 

Pax protein, 377:553 

PC12 cell, 378:975 

p300/CBP (CREB-binding protein)-associated 
factor, 38 1:267 

PC12 cell, 380:875 

PC12 cells, 383:149 

PDZ domain, 381:895 

pearl oyster, 382:205 

penaeidin class 4, 381:79 

Penaeus japonicus (penaeid prawn), 384:159 

penetratin, 377:69, 382:945, 383:457 

penicillin biosynthesis, 382:659 

pentose phosphate pathway, 382:725, 382:759 

peptide, 381:877 

peptide-amphiphile, 378:93 

peptidase inhibitor, 378:705 

peptide A, 377:385 

peptide array, 379:785 

peptide fragment, 383:413 

peptide N-glycanase (PNGase), 384:391 


peptide synthesis, 381:79 

peptide—membrane interaction, 380:723 

peptidoglycan recycling, 377:111 

Perl, 382:895 

perilipin, 379:11 

Period, 380:95 

periplasmic nitrate reductase (Nap), 379:47 

permeability, 383:111 

permeability transition, 378:213, 383:101, 
383:121 

permeability transition pore (PTP), 377:347, 
382:877 

permeabilization, 380: 192 

peroxidase, 377:419, 381 

peroxidase activity, 377: 

peroxide, 377:809 

peroxin, 384:37 

peroxisomal farnesylated protein (PEX19), 
377:607 

peroxisomal protein, 377:607 

peroxisome, 380:393, 381:581, 384:37 

peroxisome proliferator-activated receptor 
(PPAR), 377:339, 382:83, 382:239 

peroxisome-proliferator-activated receptor a 
(PPARa@), 378:983, 384:295 

peroxisome-proliferator-activated receptor y 
(PPARy ), 384:149 

peroxisome-proliferator-activated receptor a 
response element (PPRE), 378:983 

peroxisome-proliferator-activated receptor-y 
co-activator-la (PGC-la@), 381:357, 
382:913 

peroxisome-proliferator-activated receptor y2 
(PPARy 2), 382:597 

peroxisome-proliferator-response element, 
382:239 

peroxynitrite (ONOO™ ), 378:959 

PEST sequence, 383:237 

Pex5p, 384:37 

pH dependence, 382:1031 

phage antibody library, 382:169 

pharmacokinetics, 378:117 

pH-dependence, 384:263 

phenotyping, 383:543 

phenoxyl radical, 381:241 

pheromone biosynthesis-activating neuropeptide, 
380:255 

pH homoeostasis, 381:58 1 

phorbol ester, 379:711, 382:957, 384:349, 
384:543 

phosphatase, 379:301, 382:1 
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phosphatase and tensin homologue deleted on 
chromosome 10 (PTEN), 379:301 
phosphatase inhibitor, 377:171 
phosphate starvation (plants), 377:419 
phosphatidylcholine, 382:741 
phosphatidylethanolamine, 379:711, 382:51 
phosphatidylinositol 3,4-bisphosphate 
[PtdIns(3.4)P,], 377:653 
phosphatidylinositol 4,5-bisphosphate 
[PtdIns(4,5)P>], 379:489 
phosphatidylinositol mannoside, 378:589 
phosphatidylinositol 3,4,5-trisphosphate 
[PtdIns(3,4,5)P3], 377:653 
phosphatidylinositol, 378:589 
phosphatidylserine, 378:579 
phosphatidylserine (PtdSer), 38 1:609 
phosphatidylserine synthase, 38 1:853 
phosphatidylserine synthase I (PSS 1), 381:609 
PHOSPHOI, 382:59 
phosphocholine, 378:461, 382:59 
phosphocreatine, 379:703 
phosphodiesterase, 378:63, 380:371, 381: 
381:587 
phosphoethanolamine (PEA), 382:59 
phosphofructokinase, 377:77 





phosphoinositide, 377:653, 378: 1067, 379:301, 
382:1 

phosphoinositide 3-kinase (PI 3-kinase), 
377:701, 378:257, 378:649, 379:641 

3-phosphoinositide-dependent protein kinase- | 
(PDK 1), 378:257 

phosphoinositide 3-kinase, 377:257 

phosphoinositide phosphatase, 382:687 

phospholipase, 38 1:929, 382:75 

phospholipase A, (PLA;), 377:215, 378:307, 
381:25, 382:191 

phospholipase B, 382:441 

phospholipase B1 (PLB1), 384:377 

phospholipase C (PLC), 379:641, 380:361 

phospholipase Cy2 (PLCy 2), 378:193, 378:1023 

phospholipase Ce, 378:129 

phospholipase D (PLD), 378:649, 380:749, 
381:655 

phospholipid, 378:681, 378:899, 381:853, 
382:677 

phospholipid bilayer, 377:183 

phospholipid bilayer permeation, 383:457 


phospholipid biosynthesis, 38 1:853 


phosphonium compound, 384:551 

phosphopeptide sequencing, 379:573 

phosphoprotein, 379:e1 

phosphorolytic reaction, 377:225 

phosphorylase, 377:195 

phosphorylase translocation, 377:195 

phosphorylated tyrosine, 377:25 
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378:177, 378:753, 378:857, 378:939, 
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Photorhabdus luminescens, 379:633 

phosphospecific antibody, 378:335 

phosphotriesterase, 380:627 

phosphotyrosine, 377:249 

phosphotyrosy! phosphatase activator, 380:111 

photoaffinity labelling, 382:417, 382:711, 
382:821 

photoprobe, 382:905 

photosynthesis, 382:1025 

phylogenetic analysis, 378:519, 381: 

phylogenetic tree, 378:745, 381:185 

phylogeny tree, 377:215 

phytoceramide, 379:687 

phytochemical, 384:149 

phytotoxin, 384:25 

Pil, 377:25 

pit viper venom, 381:25 

Pit! , 378:549 

PITSLRE, 384:461 

placenta, 378:657, 379:533 

placental glutathione S-transferase gene, 
380:515 

plant, 381:329 

plant calcium signalling, 379:841 

plant hormone metabolism, 380:121 

plant mitochondria, 380:193 

plant proteinase, 381:295 

plant—pathogen interaction, 378:461 

plasma-cell differentiation antigen-1 (PC-1), 
381:71 

plasma kallikrein, 381:841 

plasma membrane, 382:451 

plasma protein, 382:48 1 

Plasmodium, 378:529 

Plasmodium falciparum, 381:593, 381:719, 
381:803, 383:401, 384:429 

Plasmodium-specific insert, 377:439 


L-plastin 

plastocyanin, 378:45 

platelet, 378: 193, 378:1023, 379:449, 381:779, 
382:575 

platelet glycoprotein Ib, 378:399 

platelet-derived growth factor-BB (PDGF-BB), 
381:203 

platelet-derived growth factor (PDGF), 382:631 

pleckstrin homology domain (PH domain), 
382:857, 382:957 

p-nitrophenol, 378:687 

PNTIA cell, 382:157 

polarized cell, 382:589 

poly(ADP-ribose) polymerase- 
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polyamine, 377:257, 377:439, 379:849, 381:701, 


384:47, 384:139 

polyamine analogue, 384:271 

polyamine transport, 384:271 

poly(ethylene glycol), 378:117 

poly(ethylene glycol)-modified haemoglobin, 
382:183 

poly(ethylene glycol) (PEG), 382:183 

polyglutamine tract, 378:229 

polymerase I and transcript release factor 
(PTRF), 383:237 

polymorphism, 381:221, 383:469 

polymorphonuclear cells (PMN), 380:57 

polyphenol oxidase, 380:643 

Polyporus squamosus, 382:667 

polyprenol phosphate, 378:589 

polyprenyl transferase, 382:519 

polysaccharide structure, 380:e9, 380:635 

polysaccharide synthesis, 380:e9, 380:635 

polysomal profile, 379:617 

polyunsaturated fatty acid, 384:357 

pore-forming toxin, 384:421 

porin, 377:579, 378:851 

porin-component, 383:91 

porphyrin, 382:1009 

-orphyromonas, 379:833 

post-hydrolytic intermediate, 380:549 

postsynaptic density, 378:1 

post-transcriptional regulation, 377:629, 384:591 

post-translational modification, 377:459, 379:: 
379:513, 381:761, 382:323 

potassium, 381:423 

potassium channel, 377:25, 3 
378:745 

POU, 380:255 

pre-hydrolytic intermediate, 380:549 

P2 receptor, 381:389 
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pregnancy-associated plasma protein-A 
(PAPP-A), 379:57 

PRELI/MSF Ip’ domain, 378:817 

prenylated Rab acceptor | (PRA1), 380:43 

prenylin, 380:43 

prephenate, 382:279 

preputial gland, 380:31 

prereplication complex, 378:673 

presenilin, 381:619 

p90 ribosomal S6 kinase (RSK), 382:425 

prion, 380:e5, 380:571 

prion protein (PrP), 380:273 

prismatic layer, 382:205 

procathepsin D, 383:507 

processive enzyme, 381:155 

processivity, 382:535 

progesterone, 378:827 

programmed cell death, 383:13 

progress curve analysis, 379:633 

prohibitin, 383:491 

prolactin, 377:569 

prolactin receptor, 377:569 

proliferation, 382:e1 

proline, 379:31 
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proline-rich tvrosine kinase-2 (PYK-2), 380:57 

prolyl endopeptidase, 383:311 

prolyl hydrox vlase, 380:419 

prolyl hydroxylation, 381:761 

prolyl oligopeptidase, 382:1003 
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382:975, 383:393, 384:79 

promoter analysis, 383:529 
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promoter structure, 384:317 
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£-propeller, 38 1:547 

propofol, 380:147 

proprotein convertase, 380:685 

proprotein convertase 4, 380:505 

pro-region, 379:757 

prosaposin, 383:507 

prostaglandin E,, 378:335, 381:59, 384:469 

prostaglandin E synthase, 381:59 

prostaglandin H synthase, 3 

prostaglandin receptor, 379:573 

prostate, 379:533 

prostate adenocarcinoma, 377:5 

prostate cancer, 379:421, 382:157 

prostate-specific antigen expression (PSA 
expression), 379:421 

protease, 378:657, 379:217, 379:57, 379:833, 
380:775, 382:651, 384:201 

protease inhibitor, 378:383, 378:705 

proteasomal degradation, 380:95 

proteasome, 378:177, 380:173, 381:2 
382:725, 384:401, 384:461 

proteasome inhibitor, 379:587 

protein acylation, 378:509 

protein aggregation, 381:249 

protein arginine methyltransferase, 

protein binding, 381:51 

protein-binding partner, 377:51 

protein biochip, 379:68 1 

protein—carbohydrate interaction, 384:93 

protein—carbohydrate recognition, 382:769 

protein complex, 378:177 

protein co-targeting, 380:393 

protein degradation, 378:177, 380:289, 381:761, 
382:695 

protein denaturation, 377:685 

protein disulphide isomerase, 382:169, 383:285, 
383:589 

protein disulphide-isomerase-related protein 
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protein-DNA and protein—protein interaction, 
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protein engineering, 382:885 

protein expression, 377:317 

protein flexibility, 378: 1067 

protein folding, 380:441, 382:695, 384:179 

protein glycosylation, 380:e5 

Protein G-related @)-macroglobulin-binding 
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protein hydroperoxide, 381:241 

protein import, 383:383, 384:37 
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protein interaction, 378:45, 384:255 

protein kinase, 377:395, 379:697 

protein kinase A (PKA), 377:171, 378:151, 
378:335, 379:1, 382:597, 383:573 


protein kinase A-anchoring protein 95 
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protein kinase activity, 379:841 

protein kinase B (PKB), 380:297, 381:329, 
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protein kinase B (PKB)/Akt, 

protein kinase C (PKC), 377: 
378:1007, 379:1, 380:815 

382:957, 384:349, 38 84: 543 

protein kinase Ca (PKCa), 382:1015, 383:63 

protein kinase C5, 383:63, 384:449 

protein kinase Ce, 382:923 

protein kinase C isotype (PKC isotype), 377:469 

protein oligomerization, 378:117 

protein ag. atase 1 (PP1), 377:171, 378:1, 
378:229, 378:335, 378:1073 

protein nine atase 2A (PP2A), 380:111 

protein phosphatase 2C (PP2C), 382:425 

protein phosphorylation, 378:83, 381:753 
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377:439, 377:553, 378:177, 379:563, 
380:e11 

protein purification, 377:317 

protein repair, 382:137 

protein secondary structure, 381:685 

protein stability, 380:627 

protein structure, 382:769, 384:69 

protein synthesis, 378:73, 380:795 

protein synthesis inhibition, 377:233 

protein thiolation, 382:131 

protein trafficking, 380:43 

protein transduction domain, 383: 

protein translation, 378:809 

protein turnover, 384:139 

protein tyrosine phosphatase, 378:421, 
380:939 

protein tyrosine phosphatase 1B (PTP1B), 
377:489 

protein tyrosine phosphatase 1B ‘substrate- 
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‘substrate trapping” mutant), 17 

protein tyrosine phosphorylation, - 81 

14-3-3 protein, 378:839, 379:e1, 379:395, 
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proteolytic beacon, 7 :617 

proteolytic cleavage, 378:207 

proteolytic processing, 379:757 
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